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A Novel Method for Finding Scaling-and-Shifting patterns in
Time-based Microarray
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Abstract

Time-based microarray data is gene expression data generated by measuring the expression value of genes
having a certain time span. By means of finding the gene set which activates or inhibits another gene set, the
gene function network can be discovered. In this paper, we propose the PR cluster method that clusters the set of
genes and mines relations between the found clusters by standardizing gene expression and observing the overall
pattern. To verify the PR cluster algorithm, we conducted experiments using time-based yeast microarray data.
The experimental results demonstrated that the PR cluster algorithm finds clusters in each of which any two
objects have a linear functional relation. Also the experimental results show that the PR cluster algorithm can
figure out the relation between clusters with proper similarity and can handle the noise that exists in the

microarray data.
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